PROGRAMM

Donnerstag, 13. Marz 2025

13:00 Uhr BEGRUBUNG

VORTRAGS-SESSION 1 (Leitung: Ulrich Schaffrath)

13:10 Uhr Alex Wegner (Aachen): Update on MoNudix; an effector of Magnaporthe oryzae which

hijacks host phosphate signaling

13:30 Uhr Merle Bilstein-Schloemer (Kéln): Overlap between virulence and avirulence functions of

Blumeria hordei AVRA13

13:50 Uhr Matthias Kretschmer (Vancouver): Glutathione mediated redox state is important for

Ustilago maydis growth, melanin formation and virulence

14:10 Uhr Shivam Chaudhary (Jena): Sporisorium reilianum effector protein SOVIG4 modulates host-

specific virulence on sorghum

14:30 Uhr Andrea Tobian Herreno (Kiel): Zymoseptoria tritici show local differences in within-field

mdiversity and effector variation

14:55 bis 15:15 POSTER PITCH SESSION 1 (2 min short presentations)

1-1:

1-2:

1-3:

1-4:
1-5:

1-6:
1-7:

1-9:

Farooq Ahmad (Kiel): A genome-wide exploration of defence mechanisms in wild plants using a
model tomato species (Solanum chilense)

Maria José Ladera Carmona (Giel3en): Exogenous dsRNA triggers sequence specific RNAi and fungal
stress responses to control Magnaporthe oryzae in Brachypodium distachyon

Sabrine Nasfi (GieRen): High precision quantification of small RNA slicing activity - native index
ligation-based targeted degradome sequencing (NIL-TDS)

Maurice Konig (K6In): Processing and release of the phytocytokine Zipl

Nandeesh Jalahalli Rangegowda (Kiel): Genome-wide identification of LRR-RLPs highlights distinct
patterns of presence and absence in defence and developmental-related clusters within and
between tomato species

Yao Chen (Kiel): Contrasting roles of D-clade ERFs in tomato defense against Alternaria pathogens

L. Wirtz (Aachen): Uncovering cell-specific responses of barley cells in response to Magnaporthe
oryzae infection

: Sarah Daher (KoIn): Interplay of the fungal endophyte Fusarium verticillioides with the pathogenic

smut fungi Ustilago maydis and Sporisorium reilianum in maize

Weiliang Zuo (KoIn): Functional adaptation of a transcriptional activator effector family in smut fungi
and beyond

1-10: Alejandra Vielba-Fernandez (Kaiserslautern): A fight for survival: The role of the NADPH oxidase

RbohD in the Botrytis cinerea - plant interaction



15:15 bis 16:00 Kaffeepause & Postersession 1

VORTRAGS-SESSION 2 (Leitung: Gunther D6hlemann)

16:00 Uhr

16:20 Uhr

16:40 Uhr

17:00 Uhr

17:20 Uhr

Philipp Lopinski (Marburg): The Ustilago maydis transcription factor Nit2 controls nitrate
assimilation during biotrophy and adjusts organic nitrogen metabolism in maize leaves
under N limitation

Mariana Schuster (Halle): Extracellular proteases from pathogenic fungi and their role in
infection

Sophia Hein (Freising): Multiomics of Fusarium culmorum infection in barley

Jennifer Thielmann (GieRRen): Wheat diversity set analyses reveal genotype-specific
priming capacities induced by beneficial endophytes

Janina Werner (Koéln): A recombinant smut hybrid provides insights into gene regulation,
pathogenesis and tumorigenesis

17:40 Ehrungen; Wahl der neuen Arbeitskreisleiter
ab 18:30 Uhr Gemeinsames Abendesssen im Brauhaus an der Gartenschau, Forellenstr. 6, -
67659 Kaiserslautern

Freitag, 14. Marz 2025

VORTRAGS-SESSION 3 (Leitung: Matthias Hahn)

08:40 Uhr Stefan Thomas (Hohenheim): Monitoring von Apfelanlagen mittels optischer Sensoren
und moderner Datenanalyse

09:00 Uhr Muhammad Saeed (Kaiserslautern): Oak regeneration in a changing climate: addressing
powdery mildew threats

09:20 Uhr Ana Sede (Strasbourg): Development of RNA-based bioprotectants against viruses for
sustainable crop production

09:40 Uhr Sabine Kind (Dossenheim): Fungal communities in sea buckthorn in context of its
dieback

10:00 Uhr Yixuan Yang (Gottingen): Whole genome sequencing reveals population structure of
Cercospora beticola to resistant sugar beet cultivars in Germany

10:20 bis 10:45 POSTER PITCH SESSION 2 (2min short presentations)

2-1: Pelias Rafanomezantsoa (Hohenheim): Bacillus halotolerans B21 effective against Fusarium
graminearum and Erwinia amylovora - potential use as a biocontrol agent



2-2: Wei Shi (K6In): Identification of AVRA effector targets in barley

2-3: Christina Steidele (Freising): Network inference reveals distinct transcriptional regulation patterns in
barley

2-4: Andrea O’Reilly (K6In): Characterisation of conserved virulence factors of Puccinia sorghi and Ustilago
maydis

2-5: Lukas Dorian Dittiger (Jena): The host-specificity factor SOVIG9 of S. reilianum affects phytoalexin
induction in Sorghum bicolor

2-6: Rama Krishna Konda (Jena): Deciphering the molecular mechanism of a fungal effector protein that
impairs plant development

2-7: Nassim Safari (Kaiserslautern): Adressing redundant roles of phytotoxic proteins for necrotrophic
infection of Botrytis cinerea by multi-k.o. mutagenesis

2-8: Marco Loehrer (Aachen): Exploring potential benefits of biostimulant treatments in lupin cultivation
2-9: Yvonne Becker (Braunschweig): Interbacterial competition by R-type phage tail-like particles

2-10: Sonja Raetz (Braunschweig): Application of beneficial bacteria as an induced resistance-based
approach for enhanced resilience

2-11: Tobias Miiller (Kaiserslautern): Manipulation of plant immunity by the fungal pathogen Botrytis

10:45 bis 11:30 Kaffeepause & Postersession 2

VORTRAGS-SESSION 4 (Leitung: tha)

11:30 Uhr Zarah Sorger (Koln): Exploring the role of GH25 in fungal lifestyle and microbial
antagonism

11:50 Uhr A.Y. Rudolph / Daniela Nordzieke (Gottingen): Deciphering the interactions between
Colletotrichum graminicola and maize roots

12:10 Uhr K. Omenge / Stephanie Werner (Quedlinburg): LysM receptor function in successful
ectomycorrhiza formation between poplar and Laccaria bicolor

12:30 Uhr Marion Miiller (Freising): Avirulence depletion assay: combining R gene-mediated
selection with bulk sequencing for rapid avirulence gene identification

12:50 Uhr Bernhard Werner (GielRen): Native sRNAs in plant protection

13:20 Uhr: Bekanntgabe Ort und Termin der nachsten Arbeitskreistagung; Verabschiedung



